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Figure 4: SEQ ID NO. 1; 

amino acid sequence of 
human TB2 protein 



Length: 185 aa 

1 MRERFDRFLH EKNCMTDLLA KLEAKTGVNR SFIALGVIGL VALYLVFGYG 
51 ASLLCNLIGF GYPAYISIKA IESPNKEDDT QWLTYWWYG VFSIAEFFSD 
101 IFLSWFPFYY MLKCGFLLWC MAPSPSNGAE LLYKRIIRPF FLKHESQMDS 
151 WKDLKDKSK ETADAITKEA KKATVNLLGE EKKST 
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Figures: SEQ ID NO. 2 



Length: 461 bp 



1 ACCTGGTGTT CGGTTATGGG GCCTCTCTCC TCTGCAACCT GATAGGATTT 

51 GGCTACCCAG CCTACATCTC AATTAAAGCT ATAGAGAGTC CCAACAAAGA 

101 AGATGATACC CAGTGGCTGA CCTACTGGGT AGTGTATGGT GTGTTCAGCA 

151 TTGCTGAATT CTTCTCTGAT ATCTTCCTGT CATGGTTCCC CTTCTACTAC 

2 01 ATGCTGAAGT GTGGCTTCCT GTTGTGGTGC ATGGCCCCGA GCCTTCTAAT 

251 GGGGCTGAAC TGCTCTACAA GCGCATCATC CGGCCTTTCT TCCTGAAGCA 

301 CGAGTCCCAG ATGGACAGTG TGGTCAAGGA CCTTAAAGAC AAGGCCAAAG 

351 AGACTGCAGA TGCCATCACT AAAGAAGCGA AGAAAGCTAC CGTGAATTTA 

401 CTGGGTGAAG AAAAGAAGAG CACCTAAACC AGACTGGATG GAAACTTCCT 

451 GCCCTCTCTG T 
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Figure 7: Sequence alignment of SEQ ID NO. 2 
to nucleotides 168-629 of human TB2 
cDNA (GenBank accession number 
BC000232) 

Length: 461 bp 

1 ACCTGGTGTTCGGTTATGGGGCCTCTCTCCTCTGCAACCTGATAGGATTT 50 

II I! 1 .1 Ml MINIMI MIMMMMMM I MM! Ml I 

168 ACCTGGTGTTCGGTTATGGAGCCTCTCTCCTCTGCAACCTGATAGGATTT 217 
51 GGCT AC C C AGC CT ACAT CTCAATTAAAG CTATAGAGAGT CC CAACAAAGA 100 

1 1! 1 1 M I M M 1 1 1 1 1 M 1 1 II 1 1 11 1 1 1 M I ! 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 

218 GGCTACCCAGCCTACATCTCAATTAAAGCTATAGAGAGTCCCAACAAAGA 267 

• • • • * 
101 AGATGATACCCAGTGGCTGACCTACTGGGTAGTGTATGGTGTGTTCAGCA 150 

IIIIIIIIIIIIIIIIIIIMIIIIIillllMMIIIMMIIMIIII 

268 AGATGATACCCAGTGGCTGACCTACTGGGTAGTGTATGGTGTGTTCAGCA 317 
151 TTGCTGAATTCTTCTCTGATATCTTCCTGTCATGGTTCCCCTTCTACTAC 200 

M II III IIMMIIIMIMI MIIMMIMI M IMIIIIM II IM 

318 TTGCTGAATTCTTCTCTGATATCTTCCTGTCATGGTTCCCCTTCTACTAC 367 

* • * ■ " 

201 ATGCTGAAGTGTGGCTTCCTGTTGTGGTGCATGGCCCCGAG . CCTTCTAA 249 

IMIIIMIIMMMIIIIIIIMMIIMIIMMMII llllllll 

368 ATGCTGAAGTGTGGCTTCCTGTTGTGGTGCATGGCCCCGAGCCCTTCTAA 417 

• • • 

250 TGGGGCTGAACTGCTCTACAAGCGCATCATCCGGCCTTTCTTCCTGAAGC 299 

IIIIMMIIMIMIIMMMIMIIIIII! 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 

418 TGGGGCTGAACTGCTCTACAAGCGCATCATCCGTCCTTTCTTCCTGAAGC 467 

* 

3 00 ACGAGT C CCAGATGGA CAGTGTGGT CAAGGAC CTTAAAGACAAGGC CAAA 349 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

468 ACGAGT C C CAGATGGACAGTGTGGTCAAGGAC CTTAAAGACAAGGCCAAA 517 

350 GAGACTGCAGATGCCATCACTAAAGAAGCGAAGAAAGCTACCGTGAATTT 399 

IIM III M IMIMIiillli IMIM III M I' II 1 1 ii i ! MM I M 

518 GAGACTGCAGATGCCATCACTAAAGAAGCGAAGAAAGCTACCGTGAATTT 567 
400 ACTGGGTGAAGAAAAGAAGAGCACCTAAACCAGACTGGATGGAAACTTCC 449 

MM III Mill IMIMMMMMMIIIIIII! I Mill llllllll 

568 ACTGGGTGAAGAAAAGAAGAGCACCTAAACCAGACTGGATGGAAACTTCC 617 
450 TGCCCTCTCTGT 461 

MINIMUM 

618 TGCCCTCTCTGT 629 



7/11 



10/520065 




mi BEST AVAILABLE COPY 

SUBSTITUTE SHEET (RULE 26) 



WO 2004/005921 



10/520065 

PCT/EP2003/007173 



CD 
C 
CD 
U) 



co 



cd c 

CO <D 

CO c 

CD C 

s- -r- 

Q. q5 

X Q. 

CD g- 

> <D 

1 O 



CD 



OS 
N 



It 

o 

c > 

o 2 

13 5 

o o 

E o 

c "| 

CD L- 

T5 C 



JO) 
CO 



to 
c 



o 
o 
c 
© 
o 

(0 



CO 



o 

■Si 

a co 

si 

o 



-Q 

O 



0) 

a. 
>* 
I— 



x: 
o 
o 

5 



CO 



CO 



CN 
CO 



CM 



X 

CO 
CO 



X 
CO 
CO 

I— 

CL 



LL 

a. 
a. 



w 

CO 

J- 
o 



s 

X 
CO 
CO 

I- 



LL 

a. 



03 



CM 



9/11 



WO 2004/005921 



10/520065 

PCT/EP2003/007173 



</) 
««-» 

C 

a> 
+-> 

CO 
CL 

a 
< 



JE 
o 

L. 

c 
o 
o 



CM 



x 

CD 
O 

o 
15 

, — s L. 

*D O 

<s 



CO 
+-» 

c 
o 



a 
E 

V) 




CO 


a> 


O 




CO 




o 


cn 


00 


w 


I s - 


CNJ 


o 


o 


a> 


G> 


CD 


CO 


m 


CO 








r- 




o 


d 


• 




• 

o 


• 


o 


r- 



CO 

1^ 



f- cn ^ in oo 

T— T" O O 

o o o o o 

O O O O O 

2 2 2 2 2 

•+-» *-i 

c c c c c 

o o o o o 

a o o o o 



CM 


CO 


o 






1^ 


o 
















O 


o 


o 


o 


o 


O 


o 


CL 


CL 


CL 


CL 


CL 


CL 


CL 








*•-» 








C 


C 


c 


C 


c 


C 


c 




o 


CD 


CD 


CD 


CD 


CD 


CO 


CO 


co 


CO 


CO 


CO 


CO 


a a a Q- a. a. a 



10/11 



WO 2004/005921 



tQ/5200 



PCT/EP2003/007173 



c 

.2 

CL 

Q 

< 



(0 
CL 

E 
<c 
o 
o 

CL 
CL 



o 
15 



c 
o 



CO 



J0> 

a 

E 
<o 



J5 
o 

1— 

c 
o 
o 




m rt 

CO 00 s 

• a • 

O O r- 



00 T" O) CO O) CO 
O) CO 00 r N (O 



m co 

o o o 

o o o 

O O O 

"o o o 

L. J- L. 

4-» 

c c n 

o o o 

o o o 



CM (O O r O) 

T- V T- T- T- T- 

o o o o o o 

CLddQ-dd 



c c c c c c 

0 <D 0) Q 0 <D 
t*3 ?P ^3* 

co co co to co co 
aaaaaa 



n/ii 



